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[Abstract]  Objective; To predict new long non-coding RNA (IncRNA) and circular RNA
(circRNA) targeting miR-142-3p in type 1 diabetic mice myocardium by bioinformatics. Methods: A
total of 22 C57 mice were randomly divided into type 1 diabetes group (7 =15) and control group (n =
7). Type 1 diabetes mice were modeled by once intraperitoneal injection of streptozotocin, while the
control mice were injected with citric acid buffer. Eight weeks after modeling, the left ventricular mass
index (LVWI) and cell morphology of the myocardium and the quantitative analysis of cell area were
detected respectively by Echocardiography and HE staining. Target mapping was performed with
miRanda and TargetScan analysis software. Genetic function clustering was performed by GO and KEGG

analysis.  Results;: MiR-142-3p expression was decreased in type 1 diabetic mice hearts. The prediction
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of 35 IncRNAs and 14 circRNAs was found by miRanda and TargetScan under high stringency conditions.

Furthermore, the signaling pathways related to sugar metabolism were disclosed by GO and KEGG

analysis.

regulating certain IncRNAs and circRNAs.
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