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[Abstract] Objective: To study the function of miR-678 related to myocardial infarction (MI) and
the downstream target genes regulated by it.  Methods: We investigated the expression of miR-678 after
deprivation of oxygen and glucose, using the ischemic model of H2C9 cardiomyocytes in vitro. After
overexpression of miR-678 by using transfection technology, we determined the proliferation of H2C9
cells. To explore the possible 3" non-coding sequences of downstream target genes binding by miR-678,
we scanned the online database of microRNAs. We transfected exogenous mimic or inhibitor of miR-678
into H2C9 cells to validate the target gene regulated by miR-678.  Results;: MiR-678 could promot the
proliferation of H2C9 cells and was down-regulated after myocardial ischemia. We searched the database
and found that the 3" sequences of FoxP1 mRNAcould clearly match with miR-678. Transfection of
exogenous miR-678 mimic or inhibitor into H2C9 cells could down-regulate or up- regulate FoxP1
protein.  Conclusions: The expression of miR-678 in ischemic cardiomyocyte is down-regulated, and the
possible downstream target of miR-678 in cardiomyocyte is FoxP1 protein.
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