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[Abstract]  Objective: To identify novel LRRCI0 mutation associated with idiopathic dilated
cardiomyopathy (DCM).  Methods: Blood samples from 120 patients with idiopathic DCM and 200
healthy individuals were collected, and the genomic DNA was extracted with DNA extraction kit. The
coding exons and their flanking introns of the LRRC10 gene were amplified by polymerase chain reaction
and the amplicons were sequenced with DNA sequencing kit under DNA Analyzer. The obtained
sequences were aligned with those of LRRC10 from Nucleotide database to identify potential sequence
variations. Online program MUSCL was used to analyze whether altered amino acid was conserved
evolutionarily. Both Mutation Taster and PolyPhen-2 were used to predict the pathogenic potentiality of
the identified mutation.  Results: A novel heterozygous LRRC10 mutation, p. R157G, was identified in
an idiopathic DCM patient, with a mutational prevalence of 0. 83%. This mutation was absent in the 200
control individuals. Alignment of LRRC10 proteins among multiple species showed that the altered
amino acid was completely conserved evolutionarily. The mutation was predicted to be causative.
Conclusion: This study reveals a novel LRRC10 mutation associated with idiopathic DCM, indicating
novel molecular etiology responsible for idiopathic DCM.
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